1st meeting on the PHYSARUM GENOME PROJECT, Innsbruck, July 12th, 2004
Recently, the group on Comparative Genome Evolution at the National Human Genome Research Institute (NHGRI) got interested in sequencing the Physarum genome. This, of course, would be an invaluable tool for establishing Physarum as an up-to-date model organism. With this prospect in mind, we organized a small and informal meeting of some of the people having participated in gathering information for the sequencing application. The aim of the meeting was to agree about necessary means to be developed by the Physarum community for making use of a possible Physarum genome project. Participants were Sandie Baldauf (University of York, UK),  Jonatha Gott (Case Western Reserve University, Cleveland, USA), Eggehard Holler (University of Regensburg, Germany), Wolfgang Marwan (University of Hertfordshire, UK), Gérard Pierron (Institut André Lwoff, Villjuif, France), Pauline Schaap (University of Dundee, UK), and Georg Golderer, Stefan Leitner, Ernst R. Werner, Gabriele Werner-Felmayer (University of Innsbruck, Austria). Being the contact person for NHGRI, Jonatha Gott delivered very good news from the NIH: the NHGRI has recently agreed to fund sequencing the Physarum genome (press release August 4, 2004; http://www.genome.gov/12511858 ). We therefore could concentrate our efforts on a number of basic questions such as which strain should be used for DNA preparation and how additional information and funding needed for mining the genome could be aquired. We agreed that DNA will be prepared from diploid nuclei of LU897 x LU898 plasmodia or from haploid nuclei of LU897 amoebae in two different laboratories (Villejuif and Innsbruck) in order to ensure optimal quality of the DNA preparation. We also agreed that a world-wide and concerted effort to raise additional funding by various projects will be necessary in order to provide the background information for annotating the genes (such as sequencing EST libraries) as well as for retrieving functional information once the assembled sequence is available. Those of the Physarum community who are interested to participate in one of these “mining” projects should please contact Jonatha Gott, Center for RNA Molecular Biology, Case Western Reserve University, School of Medicine, Cleveland, Ohio, USA; e-mail: mjg13@po.cwru.edu, who agreed to coordinate these joint research efforts.
